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[(FHE1 B8 #2HEWMRERIERE TS AT 5%S HEF (TWEAK) & CDI163 76 3-8 # 48 Ji #§ (psoriasis
vulgaris, PMOFFFER . A& 2016 4F 6~12 H [ Ll 4E 28 4l PV B & A 15 {6 42 J52 % B 35 A0 ) o, ELISA 5
FEIME TWEAK K CD163 (#3635 K ¥, real time-PCR &2 48 It TWEAK mRNA K CD163 mRNA (1) ik K
-, i 2 AN (ORI A0 i TWEAK & CD163 1) 25 [ 78 B A% 41 M 18 22 3K L il . 43 PV R 38 48 g o ™ 3 AR I
(PASI143) 5 TWEAK.CDI163 Rk MHCE., &R 99ANT 28 6] PV ¥4 T3 R V697 5 BE VT B B W A
10 M), PV ik Jg W i i TWEAK 7K 8¢ 0E & % B4 T+, i i 3 CD163 7K~ 4 %t B2 R %, PV R &2 300 il %
TWEAK 7K -8 7 1 F K 1l % CD163 7K 7 F+ 5 s TWEAK mRNA 7K 78 PV AR T3 B4, M CD163 mRNA
KA PV A TS B W 22 5 s TWEAK 7EBLAZ 41 M 1) 2% 35 3 7E PV iF R B R &2 13 2 85 T 4 IR AL, T CD163 78
A% AN ) 235 R TE PV HEJR AT S I A T X BR AL, PV Oalk R 0 Rk BR A1 B A 4 ) TWEAK fi CD163 i
FIBRWE T PV IKE W (P<C0.05), 1 PV i J& i Aixt I I3 22 F RG24 & L. I TWEAK JK | I i
CD163 /K . TWEAK K CD163 fF % A fu i 45 H KB R AL R A F K5 PV ™5 B ICH X (P>0.05), &
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[Abstract] Objective To investigate serum levels and mRNA expressions of tumor necrosis factor-like weak
inducer of apoptosis (TWEAK) and its receptor CD163 from the patients with psoriasis vulgaris (PV). Methods
Peripheral blood samples were obtained from 28 patients with PV and 15 healthy control subjects. Serum levels of
TWEAK and CD163 were detected by ELISA, mRNA expressions of TWEAK and CD163 in peripheral blood were
analyzed by real time-PCR, and protein expressions of TWEAK and CD163 were determined by flow cytometry.
Results  All the 28 PV patients were in progressive stage at the beginning of this study, 10 patients then recovered
in convalescent stage after treatment. Compared to healthy controls. PV patients had higher serum TWEAK levels
and lower serum CD163 levels. Serum TWEAK level in progressive stage was significantly higher than that in
convalescent stage. Serum CDI163 level were elevated significantly in convalescent stage compared with those in
progressive stage. TWEAK mRNA expression in PV patients were significantly lower than that in healthy controls,
but there was no significant differences of CD163 mRNA expression. TWEAK expression in monocytes in
progressive stage and convalescent stage were significantly higher than that of controls, CD163 expression in
monocytes in progressive stage and convalescent stage significantly lower than that in controls. No correlations wene
found between psoriasis area and severity index (PASD score and expression of TWEAK and CD163. Conclusion
TWEAK/CDI163 pathway may play a role in PV,
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T (TNF)-o 7615 3 M Y 5040 M 98 T v A B [ 1
JHAH TWEAK J138 1) £ 5T 150 4 B R0 A 5113800 £
JIE B 40 M, Fold Y 3R 5K JF WA 2 5. B,
TWEAK I TNF-o B A 75 5 A0 5 40 A 0 7 R 4Kt
Fnl4 SZ R85 HLH 0] BE A7 76 I At 32 1A T XL X 42
AT HE TWEAK/FN14 (4 4 5% 15 5 18 7 10 17 16 .
BEAEBF R i — 2 & 90, TWEAK 0] 3 55 5 1 41 2 14
RS 06 B R % K (HbSR, B CD163) 45 &
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HIREPEg A 2016 4F 6 ~12 H [a] 7 U )I| K 2:4E
VG & Bt B2 BRBH 112 8012 B B A Be 19 58 % A0 AR
TRy < AR AR ol D S R R JEK 3 27 ) 12 B A 1R I K
B BEHR AR i AN 1A A B B e e BRI
Wio e 18~60 2, MEAIAM., HEBRbRME:3 ™A
PRS2 32 REUIATT (NPT 4 A IRl R AL & s
S AE W AD S U A K R LB L 0 A B )
REStH . WA R FHEZMERZ B, Ll A
28 ) PV B, B 22 ], 4 6 ], F- 1 (40. 146.7)
B YRR (186, 1191 9 H ., B A T 15 1)
R X R (X RR 4D, 5B 11 #9124 ], 44 (39. 5+
8. D%, AMHMARAYIEA 28 A~ PV B 15 4
fel Rt JEE, AL Bl B — R E AT R I, PASIT
VEA 2R e 7™ AR VR4 . 8408 72 4y, PAST /)
T 7 RRBE, T~12 AW, KF 12 BEE, TR

HUAR A B (7] — A J R B B2 A= 58 TP . B - Bl
ViR T e i AR Z 810 PV HCE B — R B A1
iAW i TWEAK, CD163 3% ik 7K F DL K&
TWEAK . CD163 7& B AZ 40 il 1) 2 35 32, [6] i oy [] —
A BB BE A E PAST 343, DL T X B 48 b 5
B g 7 R e S HAT AR O .
1.2 ELISA %4l & TWEAK %0 CD163 7k

IMLVE A B O 5 BT AR IR UK A6 (80 °CH fi}
FEREIN . PV AR OIS (6] 43 301D B fdt B o B 35 il v
TWEAK & CD163 7K F i s iff 5% e 5 0% B i 56
(ELISA) IR & RN ik 1 e Bk 4 28 W) 347 4600
JURs R UL BERE IR ER 1R,
1.3 SERT#E 3% E 2 PCR(real time-PCR) & | 5p ]
I g TWEAK ’ CD163 mRNA

BB PV R FGT B il FF {5 Trizol
reagent (Invitrogen Corp, Carlsbad, CA, USA)
P AN B O & RNA, ] 5 # 5 il &
(Fermentas, Vilnius, Lithuania) 3 %% 5% 5 ¢cDNA
J& o f#i il Maxima™ SYBR Green qPCR Master Mix
(Fermentas, Vilnius, Lithuania) %¢ )% 44} 32 7 1
7 PCR J it o 744 0w 45442 95 C i 10 min,
PHG 40 DMEER CEEME R ALEETE 95 °C 15 s AT
PR FE 60 °C 60 s BEATIR KAIGEM) , TWEAK
% fh 88 5. HQP021501) K CD163 (7= % 5.
HQP022548) ¥ fii Jl vy & AL 51 9. 1 GAPDH
(forward: 5'-CGGAGTCAACGGATTTGGTC-3',
reverse: 5 -CGGTGCCATGGAATTTGCCA-3") %
RVERNS IR, L2 2R H 5L G A X 3k

H=A
Ho

1.4 HRMEAKEN TWEAK & CD163 EHFE &
% 40 B B 3Rk

I ARA (PV A ] 73 ) B3 BEZHD 1 500 1/
min 2.0 10 min, 5 FIF; IIAZLAHEZLE .5 min
Ji 1200 r/min B.005 min, 7 F 75 PBS Wk 3 Ik,
YR 1 200 r/min B> 5 min; PBS & &, I #4740
JH 35, 4 A0 T B 2R g 100 L AR iR 2 (2~
3) X107 A 20 Jfd 5 76 A6 DU A A 100 p 1 46 ]
W A 4 B B AR G2 T & CD163 (Biolegend, San
Diego, CA, USA) fl TWEAK (Biolegend, San
Diego, CA, USA), B ¥ 40 It 0¥ 5 ic ¥ CD68
(Biolegend, San Diego, CA, USA), Z R EF
5 minJ5 A PBS % ¥ 3 %K. 1 200 r/min 5 min, 5§
F¥E 3 H 200 pL PBS SR 40, EALA I CD163,
TWEAK K& — % T CD68" L4l & ik K,
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2.1 —miER

AR 28 ] PV g Hyab Tk L 4 T
T H BB VR A R A R AL
BEVRYT 3 1 o 18 BB G Ui (5 1 FR A AR A
U R AR 5 Z2IRY7 .5 IR FH BRI R L 8 il
FARIT BRI B B R U U bR A9 697 IS BE U5
292 W4T 10 4,
2.2 JRfTHEIE PV B2F MiE TWEAK K CD163 7k
3'2

PV 2 3FJ& W GRI7F D 7 TWEAK /K& F
WK AZ I GRIT R FIxt B2 (P<<0. 05) , CD163 /K¢
RTYRE X B0 (P<<0.05); PV 414Kk &
TWEAK.CD163 /K15 XJ B 24H A [0 22 =+ L 4 i
H L (P>0.05)(F D,
2.3 PV £ESMNE M TWEAK & CD163 mRNA 7k
EF_

PV ##% TWEAK mRNA 3Rk KL T X )
M, 22H BT #E X (P<0.05), 1 CD163
mRNA F kK- 5% A AH 25 7 g2 8 X

(P=0.573) (& 2),

%1 & TWEAK.CD163 &ikKFLLE (x5
Table 1  Serum levels of TWEAK and CD163 proteins (x=s)

Group " TW}/:AK/ CD}GS/'
(pg/mL) (ng/mL)
Control 15 335.90=104. 44 66.98+41. 30
PV
Progressive stage 28 411.05476.42* 0.89+0.14*
Convalescent stage 10 252.86+78.514 66.90+£39.614

% P <0.05, vs. control group; A\ P <C0.05, vs. PV group in

progressive stage

%2 TWEAK .CD163 mRNA B3t &RiEKE(xts)
Table 2 The mRNA levels of TWEAK and CD163 (x=+s)

Group TWEAK mRNA CD163 mRNA
Control 1.0240. 35 1.0340. 56
PV 0.76+0.26" 1.1940. 64

* P<C0.05, vs. control group

2.4 TWEAK % CD163 FE B iZ A P RIER
UL 3L, TWEAK 75 804 40 il i % 35 %
£ PV 4 3k W R B Y T IR (P <
0.05) .1 CD163 7E A% 40 il i 26 35 K AE PV 4l it
Jig BH RN B2 4 241K F X BR 4 (P<<0. 05), PV 4
JR R 52 0] A% 40 i i) TWEAK Fi CD163 K3k
RESH TG0 L, PV 2 E 3 A0 B8 4 o
4l ife i) TWEAK fil CD163 LRk R & T PV
WAE W (P<<0.05), 1 PV 20 ik i 1) 6 FR 41 L 45
EZR G L,
2.5 TWEAK.CD163 ZEH5 PV EEREEHNXE

%3 TWEAK.CD163 £ R Z MMM RIZE (xts)
Table 3 The proportion of TWEAK and CD163 in monocytes (x=s)

Group n TWEAK positive/ % CD163 positive/ % TWEAK-CD163 positive/ %
Control 15 54.30415. 47 56.98+11.45 45.30411.95%
PV
Progressive stage 28 65.86416.92" 39.12414. 98" 49.52+24.62%
Convalescent stage 10 66.15418.34* 46.334+31.02" 34,78+12.71

* P<C0.05, vs. control group; # P<C0.05, vs. PV group in convalescent stage

Mg TWEAK /K3 (»=0. 08, P>>0.05) . Il 1&
CD163 JK¥(r=—0.07, P>0.05) , TWEAK 7
A5 % (r=—0.7, P>>0.05).CDI163 7£
YA AR (r=—0.4, P>>0.05) ., TWEAK
F1 CD163 7E 5 A% 40 i Y 2L R GK S (r = — 0.8, P>
0.05)5 PV ™ & & B (PASI 43 LA &1 .

3 g

BOE RO R A X 2 5, N 0.09%
11 4% WORAE B mALH F R 2l . e &
8 K B A R RE I F (U TNF-o, 1A 2 (IL)-
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S5 THBRH AR I B 28 67 ¥ 5 0 A
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SO LTS s AR I v AR B L YE ) TWEAK,
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fitf (MMP) K F-Ft i, I TWEAK Al g2 5 17 X
59 TR R 1 & s TWEAK 1] B8 2 4R g 5 19 —
AT E 3R T S R FRATT R R T P A
2 TWEAK S H D X g 145 & TWEAK
EOAEEAIMmAET TWEAK mRNA B 4%, 7
9% % PV i % TWEAK mRNA /K % T %} g
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Fig The proportion of TWEAK and CD163 in monocytes

A: PV group in progressive stage; B: PV group in convalescent stage; C: Control group; Red: Monocytes; Green: Non-monocytes

41, (A PV 41k JE M i TWEAK B K P X TWEAK 74l 3Rk %, 3 5 PV B T
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